AnSTRAC'r.--Using census data on three species of pygoscelid penguins, we tested the hypothesis that competition for food during the chick-provisioning stage of reproduction limits the number of conspecific seabirds in a region. This prey-depletion hypothesis predicts that a negative correlation should exist between colony population size and the total number of breeding pairs from other colonies within parental foraging range. We also tested whether or not a negative correlation exists between colony size and the population size of, or distance to, the nearest neighboring colony. Suitable data were available for Ad•lie, Chinstrap, and Gentoo penguins (Pygoscelis adeliae, P. antarctica, P. papua) along the coasts of Victoria Land and the Antarctic Peninsula, where major portions of these species' world populations nest. Results indicated that colonies were highly clustered, with small colonies grouped around one or two large ones, in turn spaced widely. Depending on species, two different patterns of geographic structuring were observed. For the Ad•lie and Gentoo penguins, no significant negative correlation existed between colony size and the total number of pairs breeding within parental foraging range of the reference colony; however, a significant negative correlation occurred at 150 and 200 km, well beyond foraging range. We found no relationship between colony size and size of or distance to the nearest neighboring colony. In contrast, for the Chinstrap Penguin, a significant positive correlation existed between colony size and total breeding population within the foraging range (50 km) but, as with the other two species, the correlations became more negative at greater distances. Moreover, a significant positive correlation existed between colony size and size of, but not distance to, the nearest colony in this species. We confirmed the hypothesis previously put forward that prey depletion by parents feeding chicks cannot explain size structuring of seabird colonies where breeding-season food supply is superabundant, as in polar regions. However, we also showed that prey depletion is not a necessary condition for negative size structuring. We suggest that if prey depletion occurs (by exploitative or interference competition), any manifestation in terms of colony distribution is overridden near to the colony by aggregating factors that originally led penguins to be colonial and philopatric, for example, social facilitation or predator avoidance. We further propose that geographic structuring is better explained by factors affecting the metapopulation (all breeders and nonbreeders associated with the colony cluster), especially during the prebreeding period, than by factors affecting chick-provision- 
in the foraging range of parents should affect the distribution of nesting colonies of conspecifics. These authors predicted a negative correlation between the population size of a given colony and the number of nesting birds in all other colonies within the foraging range of individuals of the reference colony. Foraging range is determined by food availability, the energetic needs of chicks, and species-specific flight ability (see Pennycuick et al. 1984 ). The Furhess and Birkhead (1984) prediction was based on a theory of population regulation, first proposed by Ashmole (1963 Ashmole ( , 1971 for tropical seabirds, which states that breeding numbers are limited by density-dependent prey depletion that, in turn, leads to reduced chick provisioning rates and, ultimately, to reduced reproductive output. They found proof for their prediction among four species of seabirds nesting in Britain, although they could not distinguish between exploitative or interference competition as the factor that limited prey availability. They went on to propose that the preydepletion hypothesis would not apply in areas where prey are seasonally "superabundant" ( The observed relations between colony size and different characteristics of spatial structure were markedly different in the Chinstrap Penguin compared to the previous two species. First, the total number of pairs within 50 km of the reference colony showed a significant positive correlation with colony size, but no significant correlations existed for greater distances (Fig.  2) . The same was true between colony size and mean size of other colonies. In general, for mean colony size and number of pairs, correlations diminished with increasing distance from the reference colony. Correlations of colony size with the number of colonies were not significant at any distance.
A second unique result for Chinstrap Penguins was that the size of the nearest colony was positively related (r = 0.232, P = 0.018) to colony size (although distance to nearest colony was not; r = -0.063, P > 0.5). That is, the larger the reference colony, the larger was its neighbor, a relationship contradictory to that predicted by the prey-depletion hypothesis.
Further insight into the difference in distribution pattern between Chinstrap Penguins, on the one hand, and Ad•lie and Gentoo penguins, on the other, is provided by considering the relationship between number of colonies within specified range and the mean size of these colonies (Fig. 4) We conclude that the prey-depletion hypothesis, at least as it applies to foraging of parents feeding chicks, is supported by none of the penguin species, a conclusion in agreement with 
